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1 2.40e-011 1 4.60e-012 1 4 0.80 0.45 AA, BP, MD, ME 1, 2, 3, 4, 5 PAL T
G

G
AAT

A
T
CTG

T
G
C

T
GGA

GT
GAG

CC
2 7.30e-011 2 1.40e-011 2 4 0.80 0.45 0.63 MZF1 AA, BP, MD 1, 2, 3, 4, 5 G

T
G
C

A
G
CC

G
T
G

A
T
CT

GAAT
GGGGC

A
TG
C
TA
GT

G

3 1.20e-010 3 2.20e-011 3 5 1.00 0.71 0.61 HEN1 BP 3 C
T

A
C
G

T
C
GC

G
G
A

C
G

C
TG

T
CT
GGG

T
A
G

G
CG

C
A
CAA

G

4 1.00e-009 4 1.70e-010 4 3 0.60 0.55 AA, BP 1, 2, 3, 4, 5 PAL G
TGAC

T
A
CA

C
G
CCC

TTT
CC

GA C
GG

5 1.00e-009 4 1.70e-010 4 4 0.80 0.84 AA, BP, ME 1, 2, 3, 4, 5 PAL,TR T
CCA

C
AT
C CA

C
A
C

T
G

G
A

G
A

C
G

C
G

G
AC

G
G
AGG

A

6 1.10e-009 6 4.80e-010 6 7 1.40 0.89 AA, BP 1, 2, 5 PAL T
G
C

T
A
C

C
G
TC

G
G
C

A
C
TT

AT
C

G
C

T
A

T
A
G

T
C
G

C
G
AA

GGT
C
G

7 8.50e-009 7 1.50e-009 7 4 0.80 0.84 0.63 ER_Q6 AA, BP 1, 2, 3, 4, 5 A
TC

G
A
G

A
C

T
G
AG
CAGGAG

CC
A
CA
GT

AGCA
GT

G

8 1.70e-008 8 3.00e-009 8 5 1.00 1.20 BP 1, 2, 3, 5 C
G
GA
TA

GGT
CTC

GC
G

A
T

A
G

A
T
CCC

A
G
A

T
G

C
T
CA
G

9 2.20e-008 9 4.00e-009 9 3 0.60 0.55 0.68 CP2 BP, MD 1, 2, 3, 4, 5 PAL C
TCA

T
T
GG G

TGG A
G

A
C

T
C

A
C

G
A

T
GT

G

10 4.60e-008 10 8.30e-009 10 4 0.80 0.84 0.65 ZIC2 AA, BP, MD 1, 2, 3, 4, 5 GAC
GG

C
T
A

G
CCCT

C
G
T
TG
CC

G
A
G

T
A

C
G

11 5.60e-008 11 8.50e-009 11 5 1.00 1.00 AA, BP, MD, ME 1, 2, 3, 4, 5 PAL A
GAG

T
C CCG

C
A
T
C

C
T
G GT

A
C
T
GT

GGT
C
AT

G
C
GC

G
AT
CG

C
T
C

12 6.80e-008 12 1.20e-008 12 5 1.00 1.20 0.63 TFIII AA, BP, MD 1, 2, 3, 4 G
CAC

GAC
G

A
G T

AGC
G

G
A

A
GG

C
A
C
AT
C T

C

13 9.70e-008 13 1.90e-008 13 4 0.80 0.45 0.68 CP2 BP, MD 2, 3, 4, 5 A
CC

TGGC
T

A
T

C
GG

T
A
T

A
T
G
AG
CC

T
C
G

A
T
GT

G

14 1.10e-007 14 2.00e-008 14 3 0.60 0.55 0.61 SP1_Q2 AA, BP, MD, ME 1, 3 PAL A
C

T
C

T
C

G
T G

C TG
C

G
T

A
GGT

C
A
GGG

15 1.60e-007 15 2.90e-008 15 4 0.80 0.45 BP 1, 2, 5 TR G
A

C
GC

A GT
A

A
T
G
CA
GT

G
A
C
G
AT
C
CT
GC

TCA
C

C
T

A
C

16 2.20e-007 16 4.40e-008 16 4 0.80 0.45 BP, MD 1, 2, 3, 4 A
T

C
TG

A
C
G

T
G
AT

GGGA
CA

T
A
G

A
T
C
CA
TG

A
AT
CC

17 2.60e-007 17 4.60e-008 17 4 0.80 0.84 BP 1, 3, 5 PAL A
GAC

G
TG
CC

T
C
T

G
C

T
C
AT

GC
G

G
C

A
T

G
A
TG
CT

CA
18 6.00e-007 18 1.20e-007 18 5 1.00 0.71 BP 1, 2, 4, 5 A

GC
GT

G
A
GCT

CAT
A

C
G

C
G
A A

G
T
A
GG

C

19 7.20e-007 19 1.30e-007 19 5 1.00 1.00 AA, BP 5 A
C

A
C
CA
TC

G
AT
GA

TAA
G

G
C

C
A

C
GG

C
C
A

A
CC

A
T
A

A
C
G

20 7.40e-007 20 1.40e-007 20 5 1.00 0.71 BP 2, 3, 4, 5 C
G

G
CT

AGG
A

A
C
G

A
T
G

C
A
TT

GGA
GA

G
T
CT

21 7.70e-007 21 1.50e-007 21 5 1.00 0.71 BP 4 TR T
G

C
AA

C
TG
CA

C
T
GT
CT

C
GC

A
C
A GA

GT
G

T
C

A
T

A
C

22 8.10e-007 22 1.50e-007 21 6 1.20 1.10 BP, MD 1, 2, 3, 4, 5 PAL A
G

T
G
AGGC

G
A
G
CT

C
T
G
A

C
T
GC

G
A
C

A
C

T
A

G
TC

23 1.10e-006 23 3.80e-007 23 6 1.20 0.45 BP 3, 4 G
C
AA

C
A
C

C
GC

T
G
T
CT

C
G
C

T
G
AT

G
T
GGA

C
T

AG
C

T
C
G

T
C
GC

A

24 1.70e-006 24 3.90e-007 24 4 0.80 1.10 AA, BP, MD 1, 2, 3, 4, 5 PAL GG
C

G
T G

AGT
GG

A
G
CA

C
A
G
CAGTA

G G
C
AATG

CT
C

C
T

25 2.80e-006 25 6.50e-007 26 3 0.60 0.89 AA 1, 2, 3, 4, 5 GT
G T G A

CA C
T

A
TTC TG

26 3.50e-006 26 6.40e-007 25 5 1.00 0.71 BP 1 TR G
A

C
GGT

G
A
CA
G
GA
CT

C
C
T

C
TC

G
C
G

T
A
C
TA
C C

GG
A

A
GA

C

27 8.80e-006 27 3.70e-006 29 9 1.80 0.84 0.71 NF1_Q6 AA, BP, MD 2, 4 C
T

G
TC

G
A
TG

TGC
GT

C
A
G

28 1.30e-005 28 5.40e-006 35 10 2.00 1.20 0.65 GEN_IN AA, BP, MD, ME 4, 5 C
G

T
G

T
G

C
AA

C
G
T

T
G

T
GG

29 1.40e-005 29 2.60e-006 27 5 1.00 1.00 AA, BP 1, 2, 4 T
C

G
TGC

G
G
AG T

G
CC

TC
G

C
TT

GA
G

T
G

30 1.50e-005 30 3.00e-006 28 6 1.20 0.84 AA 1, 2, 5 PAL A
GA

C
T
AA

G
A
TT

C
A
T

A
T
GG

CT
C

T
GG

31 2.40e-005 31 4.20e-006 30 6 1.20 1.10 BP 2, 5 C
T

T
G
CG

A
C
A C

G
A
GT

G
C
G
T

C
T
A

G
A
C

G
T
A

A
C
GC

ACT
C
AC

G

32 2.50e-005 32 5.20e-006 32 6 1.20 1.10 0.68 GATA AA, ME 1, 2, 3, 4, 5 A
CT

C
G
A
CA

TGT
AA

TAG
A

G
C

33 2.60e-005 33 4.60e-006 31 4 0.80 0.84 0.61 ETS2 BP 2, 4 PAL G
C

G
CT

C
T
A

G
AGC

GA
C

C
T A

T
G
CAGA

G
C
A

G
A

34 2.90e-005 34 5.30e-006 34 5 1.00 0.71 BP 4 T
C
GA

C
G
C
T

AG
CG

C
T
C

A
T GT

AG
A

AG
C

T
C
GG

C
A
T
G G

T

35 2.90e-005 34 5.20e-006 32 5 1.00 0.71 BP 3, 5 G
C

T
C

A
T

A
C

A
CAGT

C
G

TA
GA

G
C
G
A

T
C
G

T
A
G

A
G
TG

CC
A

36 3.40e-005 36 6.10e-006 36 6 1.20 1.30 AA 1, 2, 3, 4, 5 PAL CC
TG

C
A
GGT

C
A

T
A
C

T
C
GG

TTT
GG C

G
C
G

37 6.90e-005 37 2.20e-005 41 8 1.60 1.30 0.61 CP2 BP 1 C
T

G
C
A

C
T
GA

CT
A

T
C
G

A
G

A
T
GG

T
A
C
G

C
G
T

A
T
GG

C
G
C


