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Group Specificity
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Site Specificity
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2.20e-009
1.20e-009
8.90e-009
1.10e-008
3.00e-009
1.50e-009
7.00e-009
1.30e-008
2.30e-008
1.60e-007
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1.30e-008
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Testset Sites
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Average Testset Sites
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1.40
1.40
1.00
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1.20
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1.00
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1.40
1.40
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1.20
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StDev Testset Sites
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© TRANSFAC Correlation
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TTF1

TANTIG
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zZID

RSRFC4
TAL1AL
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GKLF
TANTIG

MEF2_Q

GRE
GCM

OLF1

GATA

GEN_IN

SMAD3

MAZ
LFA1
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