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Group Specificity

2.60e-013
3.60e-011
3.90e-011
1.60e-010
3.80e-010
6.50e-010
1.10e-009
1.70e-009
1.80e-009
2.90e-009
2.90e-009
5.40e-009
8.60e-009
1.30e-008
2.00e-008
4.70e-008
5.00e-008
5.80e-008
8.90e-008
1.10e-007
1.20e-007
2.70e-007
4.50e-007
8.50e-007
9.30e-007
9.40e-007
1.20e-006
1.50e-006
1.60e-006
1.80e-006
2.30e-006
4.00e-006
4.80e-006
5.00e-006
5.60e-006
5.80e-006
6.30e-006
7.40e-006
8.00e-006
8.20e-006
1.40e-005
1.70e-005
2.00e-005
2.30e-005
2.30e-005
2.40e-005
2.70e-005
3.60e-005
3.80e-005
3.80e-005
3.90e-005
4.20e-005
4.50e-005
9.10e-005
9.20e-005
1.00e-004
1.10e-004
1.30e-004
1.30e-004
1.50e-004
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Site Specificity

2.60e-014
2.90e-012
3.10e-012
9.50e-012
4.80e-011
5.90e-011
1.10e-010
9.30e-011
2.70e-010
9.30e-010
2.90e-010
2.20e-010
7.00e-010
1.40e-009
2.10e-009
1.90e-009
3.10e-009
6.20e-009
7.20e-009
1.00e-008
5.40e-009
2.60e-008
3.40e-008
7.80e-008
7.50e-008
7.90e-008
6.40e-008
1.70e-007
1.80e-007
1.40e-007
1.50e-007
2.90e-007
3.00e-007
3.80e-007
4.50e-007
1.10e-001
5.10e-007
9.30e-007
6.80e-007
7.50e-007
2.20e-006
1.50e-006
1.80e-006
1.80e-006
5.20e-006
1.30e-001
2.50e-006
4.90e-006
1.70e-006
2.90e-006
1.20e-001
3.10e-006
5.40e-006
1.10e-005
6.80e-006
1.10e-005
8.10e-006
1.10e-005
1.10e-005
1.20e-005
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161
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85
75
83
160
84
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Average Testset Sites
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0.50
0.50
0.88
1.20
0.44
1.10
0.94
0.31
1.30
0.88
0.81
1.10
0.44
1.20
0.88
0.62
0.38
0.44
1.40
1.10
1.20
0.81
1.60
0.62
0.88
1.20
0.31
0.44
0.56
0.94
0.88
1.00
1.60
0.62
4.20
0.69
1.20
0.75
0.56
0.38
0.69
1.20
1.10
1.80
2.10
0.50
1.60
1.20
0.56
2.40
0.69
0.44
0.56
0.75
1.30
0.94
0.81
0.94
0.88

StDev Testset Sites

0.62
0.63
0.63
1.10
1.30
0.73
1.20
1.70
0.60
1.40
1.00
1.30
1.50
0.81
1.30
1.30
0.96
0.62
0.51
1.80
1.80
1.50
0.91
2.70
0.72
0.89
1.90
0.48
0.81
0.51
1.50
1.10
1.80
210
0.81
5.80
1.10
1.10
0.68
0.81
0.72
1.20
1.70
1.10
1.90
240
0.73
1.90
2.70
0.51
3.00
0.70
1.00
1.00
1.20
1.30
1.90
1.10
0.85
1.40

TRANSFAC Correlation

0.67
0.68
0.61

0.63
0.65
0.66

0.66
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0.63

0.72
0.66
0.65
0.62

0.62
0.62
0.73
0.61

0.64
0.73
0.66
0.91
0.68

0.83
0.65

0.70

0.68

0.83
0.62

0.78

0.63
0.79

TRANSFAC ID

ARP1
HNF1
LHX3

AFP1
SRY
GFI1

HNF3
VBP
NKX62

LHX3
HNF1
HNF4_0
HNF1

APOLYA
FXR

ZID
AMEF2

TAL1BE
FREAC2
LHX3
HNF4_0
POU1F1

XFD1
CACBIN

HNF1

TBP

MYOGEN
HNF4

CDPCR3

HNF3AL
coup
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