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Group Specificity

1.90e-018
7.10e-015
2.30e-014
6.00e-014
7.20e-014
1.40e-012
7.50e-011
2.60e-010
5.00e-010
4.20e-009
5.70e-009
9.00e-008
1.30e-007
2.10e-007
3.20e-007
8.10e-007
8.10e-007
9.00e-007
8.60e-006

Group Specificity Rank
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53
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Site Specificity

4.40e-020
1.50e-016
5.30e-016
1.30e-015
1.80e-015
3.50e-014
2.20e-012
7.40e-012
2.90e-011
1.40e-010
2.50e-010
2.10e-009
4.20e-009
4.90e-009
1.20e-008
6.70e-008
2.50e-008
2.90e-008
2.00e-007
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Average Testset Sites
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0.67
0.75
0.50
0.50
0.67
0.50
0.33
0.58
0.50
0.75
0.83
0.83
0.58
0.92
0.67
0.58
0.67

StDev Testset Sites

0.51
0.89
0.62
0.52
0.52
0.65
0.52
0.49
0.67
0.67
0.87
0.58
0.94
0.90
0.29
0.78
0.67
0.49

TRANSFAC Correlation
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0.89
0.63
0.60
0.62
0.66
0.72
0.61
0.61
0.71
0.64
0.67
0.65
0.64
0.79
0.74
0.63
0.63

TRANSFAC ID
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HNF4
HNF4_D
AP1
AFP1
YY1
TCF4
AFP1
HNF4_D
SF1
TBP
AMEF2
MEIS1B
HNF1
FOXD3
CEBP
POU1F1
P300
HFH3

Motif Finders
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PAL, TR
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