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e e
o W
S o

0.50
0.31
1.30
0.88
0.38
0.44
1.40
0.81
1.60
0.62
0.88
0.31
0.44
0.56
0.94
4.20
0.69
1.20
0.75
0.56
1.80
210
1.60
0.56
240
0.69
1.30
0.81
0.94
1.60

StDev Testset Sites

0.63
0.63
0.60
1.40
1.00
0.62
0.51
1.80
0.91
2.70
0.72
0.89
0.48
0.81
0.51
1.50
5.80
1.10
1.10
0.68
0.81
1.90
240
1.90
0.51
3.00
0.70
1.30
1.10
0.85
240

TRANSFAC Correlation

e 9o
o o
® N

0.61
0.63
0.65
0.66
0.66
0.67
0.63
0.72
0.66
0.65
0.62
0.62
0.62
0.73
0.61
0.64
0.73
0.66
0.91
0.68
0.83
0.65
0.70
0.68
0.83
0.62
0.78
0.63
0.79
0.71

TRANSFAC ID

NKX62
LHX3
HNF1
HNF4_0
HNF1
APOLYA
FXR
zID
AMEF2
TAL1BE
FREAC2
LHX3
HNF4_0
POU1F1
XFD1
CACBIN
HNF1
TBP
MYOGEN
HNF4
CDPCR3
HNF3AL
coup
HNF1

Motif Finders

AA, BP
AA, BP, MD, ME
BP, MD, ME
AA, BP, ME
AA, BP, MD, ME
AA, BP

BP

BP, MD
AA

AA, BP, ME
AA, BP
AA

BP, ME

BP

BP

AA, BP, ME
AA, BP
ME

BP

AA, BP
AA, ME
BP

BP

BP, ME

BP

BP, MD, ME
ME

BP

MD

BP

BP, MD, ME
BP

Sets

1,2,3,4,5
1,3,4
1,2,3,4,5
2,3,5
1,2,3,4,5
1,2,3,4,5
1,3,5
2,5
1,2,4
1,2,4,5
1,2
1,2,4,5
1,2,3,4,5
1,4
1,3,4,5
1,2

2
1,2,3,4,5
3,4,5
1,3,4,5
1,2,3,4,5
1,3,5
1,2,3,5
1,2,3,4,5
2,4,5
1,2,3,4,5
1,2,3,4,5
1,2
1,2,3,4,5
1,2,4
1,2,4,5
1,3,4,5

PAL,TR
PAL

PAL,TR

PAL
TR

PAL

PAL,TR

PAL

PAL

PAL

PAL

PAL,TR

Logo

AAACAAUT G _QAAAAc Te

TranzeAszs.cacs. .

Taazl asev Ahe
TazT AztAxacA _a_
»aéTIJEAAA9¢ A

o AaTcha s T
Ra-xG ¢.x.a-zAeAzA
£ TUTTAG TanT$ax

TA A

QéAé-éﬁTlAAIEA G

Aaa o

por. T _ ahs «XIsA
TAGa. e o

FAzaTA ~ITzcANA

AzhaAT _xc T. A
raohac 1 AxreA s
PUNINES eI W
TaheD oxe_. = a1 &

A=AGAcA
-18hcA. .1 Gxe
o] _zr.a:ehaa
GrcA.A
ﬂAef.oxqﬂAélAéérAA
BUUR-IUN.V.N PN

Aacsc.

eI$2. LaAT_ x

% Fumcohehohl

=x AGcaggle

x ¢T.,4AAé$dcx?A

AATQAA

A $8ABc AG T Ax

cAcA: IgAs.

T A _.8Ax _TTeA



