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Average Testset Sites

1.30
3.80
0.89
7.20
0.85
6.30
0.77
0.14
0.07
0.13
0.48
6.80
8.10
0.14
0.07
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StDev Testset Sites
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1.20
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0.29
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TRANSFAC Correlation
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LHX3
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