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1 7.10e-021 1 2.20e-019 1 9 1.00 0.50 0.64 EGR3 AA, BP, MD, ME 1, 2, 3, 4, 5 T
C
ATCGG

C
A

A
CA

TC
G

T
G
AC

G
A
C

A
G
C

A
G
T

C
GGGCG

T
G
C
T

C
T
GG

A

2 3.30e-014 5 2.70e-013 4 9 1.00 0.71 0.68 ER_Q6 AA, BP 1, 2, 3, 4, 5 A
GA

C
C
T

G
T

G
A

C
GC

G
C
T

A
CC

A
G
C

C
A

T
G
C

A
C
G

3 3.90e-013 7 1.30e-012 9 6 0.67 0.50 0.62 ALX4 AA, BP 2, 3, 4, 5 PAL T
GG

T
C
T

G
T C

T
A
C
TG

CT
C

G
CAGA

C
GG

CC
T

A
G

C
GA

G

4 1.90e-012 10 3.00e-010 28 11 1.20 0.67 0.67 MTF1 AA, BP, ME 1, 2, 3, 4, 5 TR A
G

C
GG

C
G
T

A
G
ATCGA

C
GA

TGATG
CT

C
AC

GAC
G

5 2.20e-012 11 3.80e-012 10 6 0.67 0.71 0.60 TITF1 AA, MD, ME 1, 2, 3, 4, 5 PAL C
AG

C
C
T

A
G
TC

G
T
AC

GAA
G

A
GG

ACG
A

T
GA

G

6 6.10e-012 16 1.90e-011 17 7 0.78 0.67 0.62 CIZ AA, MD, ME 1, 2, 3, 4, 5 A
T

A
G

T
AA

GAC
AACT

C CT
C
A T

G

7 9.10e-012 17 1.00e-011 14 4 0.44 0.53 0.66 RP58 AA, BP, ME 1, 2, 4, 5 PAL ACATG
CA

C
G
TGC

G
A
C

C
TG A

T
T
AC

8 9.30e-012 19 2.90e-011 20 6 0.67 0.50 0.62 ATF3 AA, BP 1, 4 G
C
TA

G
A
G
CTT

G
G
A
T

T
C
GT

GTT
G
C

G
C
AG

CA
C

G
CG

AGG
T

9 1.20e-011 20 3.00e-010 28 11 1.20 0.67 0.60 HEB AA 3, 4, 5 C
AG
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T
G

A
C
G

C
T
AC

G
T
A

A
G

G
A
C GA

T
G

A
C
G

C
G

10 2.10e-011 23 2.40e-011 18 4 0.44 0.53 0.72 PR AA, BP, ME 1, 2, 3, 4, 5 A
T

A
GAG

C
C
A

T
ACAGAG

CAA
G
TGAT

GC
G

A
CT

G

11 1.60e-010 30 5.10e-010 32 9 1.00 0.87 0.64 AP2 AA, BP, ME 1, 2, 3, 4, 5 C
TA

C
T
G
C

T
G
C
AGT

CT
C

A
C

C
T
AGG

TG A
C

12 2.00e-010 32 3.40e-010 31 6 0.67 0.71 0.62 DR4 AA, BP 1, 3, 4, 5 PAL CA
T
CA

GGGT
C

A
G
CAA

G
CA

C
T
C

A
T
C

T
AG

13 3.50e-009 42 7.00e-008 51 9 1.00 0.50 0.71 BRACH AA, BP 2, 3, 5 PAL A
G
C

T
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T
T
G
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A

A
G

G
T

C
A
GA

T
T
G
C

C
A

14 3.60e-009 43 6.10e-009 43 6 0.67 0.71 0.66 MEIS1 AA, MD, ME 1, 2, 3, 4, 5 CA
T
C

C
TGG
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GAAC

GA
T

15 5.30e-009 44 5.90e-009 41 5 0.56 0.73 0.63 MAF AA 1, 2 A
TGG
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G

A
T

T
G

C
G

C
A

A
C
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GGC
AT

A
G
TGA

G

16 1.80e-007 58 2.90e-007 59 5 0.56 0.53 0.61 E12 AA, ME 5 AA
GGG

C
T

C
G G

CCAG
17 3.40e-007 62 1.90e-006 66 10 1.10 0.78 0.66 SMAD4 BP 1, 2, 5 TR A

T
A
G
C

C
T
A

T
C
G

T
A

T
A
C
G

T
A
CT

A
A
GC

A
A
G
CA

T
C
G
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C
A
CT

A

18 4.40e-007 64 6.10e-006 71 11 1.20 0.67 0.62 HAND1E BP, ME 1, 2, 3, 4, 5 TR G
C

C
T
A

A
T
G

A
G
CG

C
A
CAGC

G
A

C
A
G

G
C
A

T
C

G
C
A

19 6.30e-007 67 1.70e-006 65 8 0.89 0.78 0.66 MYOD_Q BP, ME 1, 2, 3, 4, 5 PAL,TR C
GG

T
T
G

C
G

A
G
C

A
G
CC

AGGA
G
T

C
T
G

C
A
G

A
GT

G

20 1.30e-006 69 2.00e-006 67 6 0.67 0.71 0.64 ISRE AA 4 GG
A

G
AGAA

G
CG

A
C
A
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A
G
A
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A
T
CT

21 6.60e-006 74 6.60e-005 76 11 1.20 0.83 0.63 VDR BP 4, 5 PAL T
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C
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