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Group Specificity
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Site Specificity
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0.59
0.54
0.51
15.00
0.46
0.59
0.22
0.41
0.32
0.30
0.24
0.95
0.32
0.95
0.76
0.22
0.22
0.70
0.70
0.27
0.19
0.24
0.51
0.38
0.38
0.78
0.73
0.59
18.00
2.80
0.24
4.00
0.24
0.30
0.24
1.80

StDev Testset Sites

1.40
0.56
1.10
0.80
0.77
11.00
0.93
0.86
0.42
0.69
0.67
0.57
0.49
1.50
0.58
1.50
1.40
0.48
0.48
1.20
1.40
0.65
0.40
0.49
0.77
0.72
0.72
0.98

0.83
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0.49
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0.57
0.72
1.60

TRANSFAC Correlation

e ©o
N ©
o o

0.72
0.73
0.69
0.65
0.70
0.66
0.68
0.65
0.71
0.77
0.71
0.62
0.86
0.71
0.61
0.69
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0.78
0.61
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0.71
0.68
0.71
0.60
0.76
0.65
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0.69
0.66
0.71
0.75
0.61
0.73

TRANSFAC ID

RSRFC4
PR
SRF_Q5
LYF1
CACBIN
SP1_Q2
T3R
TAXCRE
MAZ
LPOLYA
sp1
XFD2
AP4_Q6
MMEF2
MMEF2
NRSF
TST1
TBP
MEF2_Q
LHX3
SRF
LFA1
AP2_Q6
IRF
CDC5
CP2
MEF2
FOXD3
P53_DE
RSRFC4
HEN1
PAX

tef
BACH1
POU1F1
T3R
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Repeats
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