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Group Specificity

3.20e-013
2.20e-011
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Site Specificity

1.80e-011
1.20e-010
8.00e-011
1.40e-010
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-
©

21
25
30
34
32
39
44
48
57
62
73
54
63
66
69
72
85
87
91

Testset Sites
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Average Testset Sites

1.00
0.78
1.00
0.67
0.78

0.78
0.67
0.78
0.56
0.89
0.78
1.40
0.67
0.67
1.00
0.78
0.89
1.70
1.10
1.60

StDev Testset Sites

0.71
0.67
0.78
0.83
0.71
0.67
0.73
0.93
0.67
1.40

0.87
0.87
0.83

1.30
0.93
1.10

TRANSFAC Correlation
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0.66
0.66
0.67
0.73
0.62
0.61
0.67
0.64
0.80
0.60
0.73
0.66
0.66
0.76
0.68
0.75
0.66
0.66
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TRANSFAC ID

TAL1BE
SREBP
SP1
HEB
LYF1
HEB
SRF_Q5
AP2REP
NERF
HNF4_0
VDR
RREB1
sp1
HFH3
MEIS1
MZF1
HNF4_0
HSF2
CEBPB
SPZ1
ER_Q6
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