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Group Specificity

9.20e-023
4.00e-022
4.50e-021
1.50e-019
3.80e-018
7.30e-017
1.40e-016
5.70e-016
9.60e-016
9.80e-016
2.70e-015
9.30e-015
1.10e-014
1.70e-014
3.20e-014
1.10e-013
1.20e-013
1.50e-013
2.40e-013
5.50e-013
1.10e-012
1.70e-012
2.20e-012
5.70e-012
2.60e-010
1.10e-009
2.80e-009
1.20e-008
1.60e-008
2.30e-008
4.80e-008
1.00e-007
3.60e-006
7.00e-006
1.80e-005
4.20e-005
5.00e-005
1.10e-004
2.00e-004

Group Specificity Rank
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Site Specificity

4.00e-019
1.10e-016
1.30e-018
1.80e-016
1.70e-015
1.50e-014
1.80e-013
2.60e-014
2.00e-012
7.10e-012
1.20e-012
8.60e-013
2.20e-012
1.90e-011
2.80e-011
1.90e-010
2.00e-010
1.60e-009
1.10e-011
1.10e-010
2.70e-011
6.10e-010
8.90e-010
4.60e-010
4.10e-005
3.10e-006
9.60e-008
1.10e-006
1.40e-005
1.40e-006
6.10e-007
3.20e-006
1.40e-004
4.80e-004
2.40e-004
5.60e-003
4.30e-004
8.90e-004
2.80e-003

Site Specificy Rank
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Testset Sites
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Average Testset Sites
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0.83
0.58
0.67
0.54
0.54
0.62
0.33
0.71
0.75
0.58
0.46
0.54
0.88
0.62
0.58
0.75
0.88
0.42
0.54
0.29
0.58
0.58
0.54
1.60
0.92
0.50
0.42
0.83
0.71
0.42
0.38
0.62
0.83
0.50
1.10
0.33
0.33
0.62

StDev Testset Sites
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0.83
0.82
0.66
0.78
0.88
0.48
0.75
0.74
0.72
0.66
0.78
1.20
0.77
0.58
0.79
0.99
0.72
0.78
0.46
0.78
0.72
0.83
1.80
0.88
0.78
0.50
0.76
1.10
0.93
0.58
1.10
1.10
0.88
1.10
0.70
0.64
0.92

TRANSFAC Correlation
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0.89
0.81
0.61
0.66
0.67
0.67
0.66
0.72
0.68
0.62
0.79
0.78
0.66
0.79
0.75
0.67
0.69
0.64
0.66
0.70
0.62
0.65
0.81
0.77
0.78
0.93
0.90
0.72
0.63
0.62
0.66
0.74
0.65
0.63
0.62
0.75
0.81

TRANSFAC ID

ERR1
RSRFC4
srf

myf
MUSCLE
TGIF
RSRFC4
CP2
AHRARN
MAZR
AP2GAM
LFA1
SRF_Q5
SRF_Q5
BEL1
MAZ

SP1
MAZR
CACBIN
HMEF2
LFA1

srf
PTF1BE
HEB
MEIS1
MAZ

tef

tef

mef2
MEF2_Q
BARBIE
SP3
BARBIE
MYOGEN
NERF
SP1_Q2
TCF4
SMAD
TBP

Motif Finders
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Sets

1,2,3,4,5
1,2,3,4,5
1,2,3,4,5
1,2,3,4,5
1,2,3,4,5
1,3,4
1,2,3,5
1,2,3,4
1,2,3,4,5
1,2,4
1,2,3,4,5
1,2,3,4,5
1,3,4,5
1,2,3,4,5
2,5
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2,3,4,5
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2,3
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1,2,4,5
1,2,3,4,5
1,2,3,4,5
1,2,3,5
2,3,4
2,5
1,2,4,5
1,2,3,4,5
5
1,2,3,4,5
1,2,3,4,5
1,2,3,4,5
1,2,3,4,5
1,2,3,4,5
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Repeats
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TR
TR
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PAL,TR
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TR
PAL

TR

oGz «CeATXTxxAG
caCzheradncta
cecrecatCancAGCIC
66..6e06eGx0g
covel_ 16TCA .o
K a_ €
¢1(CogaAz <A
A.c(Ca.cCA.

Ca .. ©& 2 A

1. CacCaca A <G
2<CAGEL ca A
;INCCAYAﬁAA
6_aGle_gaIl_Coxzx
I.T.T Glesexbe.c
Te on. ..onfAA
g=xo-0xaace A
C1GoCr Tarnallaas
R ~UAGA A _an Ac
A-568al=A0G.cn
TG.cAGe
Cxb.Ga
A.cxxTuT I
2LeAaTGT
?zeAAATA
% =xxhbloa.Cs c.
xan ABGx_ . _chc A
QTQCQ_uA,_MQ
A A Mz oz 2 a8
=6eert Te

ICI,;cYe,\ A.A

A

A.~CsT_.GAac
GaA écACCé

ATxTaTaea

cC N

A_zse

TA&A%AIA&A



