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Group Specificity

1.30e-018
4.30e-018
1.50e-017
3.00e-014
1.90e-012
1.50e-010
3.10e-010
3.70e-010
2.10e-009
2.20e-009
7.00e-009
1.40e-008
3.90e-008
6.40e-008
1.10e-007
3.80e-007
4.10e-007

Group Specificity Rank
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37
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Site Specificity

3.50e-002
3.70e-002
2.90e-002
3.90e-002
3.20e-015
1.10e-012
5.90e-012
4.80e-002
1.20e-010
1.70e-010
4.20e-010
4.50e-010
1.90e-010
6.60e-009
4.60e-010
3.40e-009
2.70e-008

Site Specificy Rank

115

114
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16
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Testset Sites

16
26

26
21

Average Testset Sites
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3.90
4.40
0.23
017
0.12
3.10
0.07
0.07
0.07
0.13
0.21
0.07
0.21
017
0.07

StDev Testset Sites
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4.20
4.90
0.47
0.42
0.37
3.40
0.26
0.29
0.26
0.48
0.55
0.28
0.51
0.47
0.26

TRANSFAC Correlation

TRANSFAC ID

Motif Finders
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1,2,3,4,5
4
1,2,3,4,5
1,2,3,4,5
1,2,3,4,5
1,2,3,4,5
1,3,4,5
1,2,3
1,2,5
1,2,3,4
1,2,3,4,5
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