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1 8.70e-016 2 2.10e-017 2 6 0.50 0.52 AA, ME 1, 2, 3, 4, 5 PAL,TR G
A

A
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T
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A
G CAT

C
GG
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T
G

C
A
GG
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G

T
G
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2 1.30e-015 3 2.40e-017 3 9 0.75 0.62 AA, BP 1, 2, 3, 4 T
CC

A
C
G

T
G
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T
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T C
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A
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AT
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G
T

T
A
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T
AG
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T
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T

3 1.30e-013 8 2.80e-015 4 6 0.50 0.67 AA 1, 2, 3, 4, 5 PAL AGT
C
AA

T
A
C
G A

G
A
T
G

C
A
TTT
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A
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T
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T
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A
TA

TAT
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4 5.50e-013 9 1.60e-014 5 6 0.50 0.52 AA, BP 1, 2, 3, 5 AA
C
G

G
C
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C

C
G

T
C
AC

G
T
AT

AG
A

A
T
GTA

C
A
C

C
A

T
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5 8.80e-013 10 1.00e-014 5 8 0.67 0.89 AA 3 A A
T
G

TC
G
A

A
C
G

G
A
T C
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G
A

C
A
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A
G
T
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6 2.90e-012 12 1.10e-013 7 6 0.50 0.67 AA, ME 1, 2, 3, 4, 5 TR C
TTC

G
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T
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T
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A
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G
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AC G
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7 4.50e-012 13 1.70e-013 9 6 0.50 0.67 AA 2, 3, 4, 5 TR A
G

T
G
C

C
A
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C
G
AGA

CAT
G
AC

A
G
C
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GTG
T

C
TT

G

8 1.80e-011 15 4.30e-013 6 9 0.75 0.75 BP, ME 3, 4 PAL A
C
G
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T
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T
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T
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T
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G
G
T
A

A
T
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T

A
TGG

9 2.90e-011 17 5.90e-013 10 9 0.75 0.87 AA, BP 2, 3 T
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G
A
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T
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C
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T
A
T
G

T
C
A

T
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10 3.30e-011 19 8.90e-013 8 6 0.50 0.52 AA 1, 3, 4, 5 PAL G
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A
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11 3.50e-011 20 7.80e-013 10 6 0.50 0.67 AA 1, 2, 5 PAL A A
G
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12 4.50e-010 24 1.70e-011 13 5 0.42 0.51 AA, ME 1, 2, 3, 4, 5 C
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13 4.80e-010 25 6.80e-012 10 10 0.83 0.94 AA 3, 4 TR G
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A
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T
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14 6.10e-010 27 2.50e-011 15 6 0.50 0.67 AA, ME 1, 2, 3, 4, 5 T
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15 6.70e-010 28 1.80e-011 14 8 0.67 0.78 AA, ME 3, 4, 5 AA
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16 6.70e-010 28 1.40e-011 12 8 0.67 0.89 AA 4 PAL,TR T
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17 2.60e-009 30 5.20e-011 14 11 0.92 1.00 AA 1, 5 PAL G
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18 4.60e-009 33 1.70e-010 16 7 0.58 0.79 AA, BP 1, 3, 5 PAL,TR AA
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19 8.90e-009 36 6.50e-010 22 5 0.42 0.79 AA 2 PAL AGT
CT

A
T
G
A
TA
G T T

G
C

A
G
T

T
C
G

T
G
A
AG
CG

A
G
CAAA

TG
A
TA
GG

T
AT
G
AT
GT

C
A
TA
G
GA
TTT

A
T
A

A
G
T

A
G
TC

AA
20 9.80e-009 37 2.90e-010 18 6 0.50 0.52 BP 2, 3, 4 G
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AG
T
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21 9.90e-009 38 4.00e-010 17 7 0.58 0.79 AA, MD, ME 2, 4, 5 A
G
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T
G
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G
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T
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23 1.10e-008 39 2.90e-010 19 8 0.67 0.78 AA 1, 2 PAL C
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24 1.40e-008 41 3.20e-010 18 11 0.92 0.90 AA, BP 1, 4 PAL,TR C
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T
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26 4.80e-007 50 5.10e-008 26 4 0.33 0.65 AA 2, 3, 5 PAL C
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27 7.90e-007 52 2.30e-008 25 7 0.58 0.67 BP 4, 5 PAL C
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29 1.70e-005 62 5.50e-007 28 7 0.58 0.67 AA 2, 5 T C
A
G

A
CC

A
G
T
CAA

C
G A

TGC
G

C
A

30 1.90e-005 63 4.60e-007 36 10 0.83 0.83 AA 3 PAL C
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31 3.80e-005 64 1.20e-006 37 16 1.30 0.78 BP 2, 3 A
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32 4.00e-005 65 1.60e-006 39 6 0.50 0.67 BP 2 TR C
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33 4.20e-005 66 1.70e-006 40 6 0.50 0.67 BP 2, 5 PAL C
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