Supplementary Figure 1

Cumulative Distribution of TF Binding Site Widths
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Widths of known TF binding site motifs. The statistical properties of seventy-eight TF binding
site motifs from curated in vitro selection (SELEX) experiments in the JASPAR database were
surveyed. The cumulative distribution of the number of informative positions (greater than 0.3 bits)
for all motifs is shown. Note that this analysis does not assume that informative motif positions
occur sequentially. Note also that these values are likely to over-estimate true motif widths, as many
of the longer motifs are from protein complexes, rather than individual TFs.



