Supplementary Figure 6
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Zif268 Median Intensity (de Bruijn Sequence #1)

Correspondence between separate de Bruijn sequences. The median intensity for spots
containing a match to each 7-mer is shown for two Zif268 PBMs performed on separate microarrays
with different de Bruijn sequences. As in Figure 2¢, the PBM data are consistent not only for the
highest-affinity k-mers but also for the moderate- and low-affinity A-mers (R? = 0.890) . Differences
in the absolute scales reflect differences in scanning intensities. The highest-affinity k-mers are
labeled and manually aligned. Each 7-mer is present on at least 128 spots.



